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Fig. 25-4. Comparison of the promoter regions of the late operons in phages P2, 186 and P4. The transcriptional start sites are indicated by the
arrows. The common sequences are indicated in bold, and their consensus sequences are indicated below the promoter sequences and compared
to conserved —10 and —35 regions of the ’® promoter.

P2 P, CGGATGGCTTATCACTGACACAACAGCiCCTTAGCGAATCGCGGGGé?;CGACTCAGTAGCCTTGCCGTIGT_A>
186 P, CGACTGGACA.ACC‘,'GCCCZ-&CZ'Z-&CZ-&ACAGC‘icCTTAGCGAATCACTGAC(l}?}CCATTZ—\AGTAGCCTTGCCCT@>
P2 P, CTGTTGTGTCAGTGATAAGCCATCCGcl;cl;ACTGATGGCGGAGGATGccl;?:ATCGTCGGGAAACTGATGCC'@>
186 P, CTGTTGTGTGGGCGGTTGTCCAGTCG%‘(1Z‘ATTGGTGGTCTGGCGTGT(11‘(6Z‘TGAGTCTGGAAACTGGCGTG'A_CC>
P2 P, TGTTGTCTGGTAGTTCTACAAATGAA%‘?ZCAGATAGCATAACTTTTA':;‘iTATTGTGCAATCTCACATG ATG
186 P, GTTGTGCCAGACATCATCCAGCCCTGi(lZ‘AAATAGCCCCTCAAAGAC(IZ‘ZGCCAGGACAATAACACTCG cca
P2 P, GGTTGTGCTGTCGATTAGCCAACCGG(l}iCAAATAGCCTGACATCTCéZ}GCGCAACTGAAAATACCACTlCAa
P4 P, TCCTGTGTCAGGGCTGGCACATCTGCX;TGCGTCGTGTTGTTGTCC%;Z;TGTACGTCACAATTTTCTTA'_E>
P4 P . GCCATTGTAAGACAGCCTGAACAAATCC92CCCCTGTTGCGTCTGCGTIA;AATATTCACA.A.AATAAAGC CTA
Consensus TGtgt-a-cGct-a-CA T-Gcg- g-AaacT
-55 -35 -10
c”’ TTGaca TAtaaTG
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